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LIST OF CLAIMS- SHOWING THE STATUS OF EACH CLAIM 

Underiining denotes added text while strikethrough denotes deleted text. 

IN THE CLAIMS: 

1. (Currently Amended) A cutinase variant comprising substitution of the_resldue 
positions conesponding to sites 192 and/or 194, of the_Pseucfomoni9s mendocina cutinase set 
forth In SEQ ID NO: 2. and wherein said variant has Increased p olvesterase activity and. 
enhanced thermostabilitv- as compared to wild-tvpc Pseudomonas mendocina cutinage- 

Claims 2-18. (Cancelled) 

19. (Currently Amended) The cutinase of daim 1 , wherein said variant comprises 
the leHawiRg substitutions: Met at position 192. and further co mprisinQ the substitutions of Val 
at position 194, and Ser at position 21 Q| whoro l n oold variant hos e nhanced polyestera s e - 
activity, in oomporison with wi l d typo R mondOGina cutinase. 

Claims 20-27. (Cancelled) 

28. (Currently Amended) A cutinase variant comprising substitution of the residue 
positions oon-esponding to sites 1 92 ond/or 10^ , of ttie Pseudomonas mendocina cutinase set, 
forth in S EQ ID NO:-2, and wherein said variant is more thermostable than wild-type £^ 
mendocina cutinase, and wherein said cutinase variant h as hydrolytic activity on polyester. 

29. (Cancelled) 

30. (Cunently Amended) The cutinase variant o f daim 28, wherein said variant 
further comprises a substitution of the amino add residue at position 219 of Psaudomonas 
mendocina cutinase SEQ ID N0:-2. 



GC72d RCE Amendment 3^5 



PAGE 9/17'RCVDAT3/1SI20l)61:08:38PM [Eastern StandardTiine]<SVR:USPT(^^ 



03/15/2005 10:09 GENENCOR LEGAL •» 17038729306 



NO. 189 17010 



Serial No. 10/091.912 
Page 3 

31 . (Currently Amended) The cutinase variant o f claim 1 , wherein said variant 
further comprises a substitution of the amino acid residue at position 219 of Pseudomonas 
mendocina cutinase SEQ ID NO: 2. 

32. (Cancelled) 

33. (Currently Amended) The cutinase variant o f daim 30, wherein the residue at 
po6ition194 is substituted with on^ef Ala, His, Lys, L©u, Asn, Pro or Qly, and said residue at 
position 219 is substituted with Gly. • 

34. (Currently Amended) The cutinase variant o f daim 1 . wherein said variant 
comprises a substitution of the residue at posi«on194 with one of Ala or His, and a substitution 
at 219 vtfith Gl yt whoro i n oo l d variant hoc onhano e d polyegterase aotivtty in comparison with 
wild typo P. m a ndo^Q cutinaoo . 

35. (Cun^ntly Amended) The cutinase ^laoLof daim 1 , wherein said variant 
comprises a substitution at position194 with li o, whoroin said variant has onhancod 
polyootomoo activ i ty In oomparison with wi l d typo P. mondodna ouMnaoo . 

3$. . (Currently Amended) The cutinase variant o f daim 1 , wherein said variant 
ojmprises a substitution at position 194 with er»«f Lys or Leu and substitution at position 219 
with Gly whoroir> said variant has onhanood polyootoraso actMty I n comporioon vwth wild - typ e 
P. mondocina cut i nase . 

37. (Currently Amended) The cutinase variant o f daim 1 . wherein said variant 
comprises the substitution of Asn at posltion1 0 4 , vyhoroin caid variant hoc onhanoo d 
polycctonj o ncrt i vity in frnrrr''"^"" '""^ ""'^ ^T'" ^ mondoaina cutinas e. 

38. (Currently Amended) The cutinase y ^iriant o f daim 1 , wherein said variant 
comprises the substitution of the residue at position 194 with Gf»^ Asn. Pro, or Ser, and 
substitution of the residue at position 219 with Gl y, whoroin caid variant hao onhonood 
polyotteraso act i vity in ror^p^'^''"" ^ ' " ' t^ *yr^ P mondocina cutinaoo. 
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39. (New) A cutinase variant comprising substitution of the residue positions 
corresponding to site 194, of the Pseudomonas mendocina cutinase set forth In SEQ ID N0:2, 
and wherein said variant has increased polyesterase activity and enhanced thermostability, as 
compared to wild-type Pseudomonas mendocina cutinase. 

40. (New) The cutinase variant of daim 39. wherein said variant further comprises 
the substitutions of Met at poslUon 192. Val at position 194, and Ser at position 219. 

41 (New) The cutinase variant of daim 39, wherein said variant comprises a 
substitution of the residue at position194 with lie. Leu, Asn. or Pre. 

42. (New) A cutinase variant comprising substitution of the residue position 
corresponding to sit© 194 of the Pseudomonas mendocina cutinase set forth in SEQ ID N0:2. 
and wherein said variant Is more thermostable than wild-type P. mendodna cutinase, and 
wtierein said cutinase variant has hydrolytic activity on polyester. 

43. (New) The cutinase variant of daim 42. wherein said variant further comprises a 
substitution of the amino acid residue at position 219 of Pseudomonas mendocina cutinase 
SEQ ID NO:2. 

44. (New) The cutinase variant of daim 39, wherein said cutinase variant further 
comprises a substitution of the amino add residue at position 219 of Pseudomonas mendocina 
cutinase SEQ ID N0:2. 

45. (New) The cutinase variant of daim 43, wherein said residue at position194 Is 
substituted with Ala, His, Lys. Leu, Asn. Pro or Gly, and said residue at position 219 is 
substituted with Gly. 

46- (New) The cutinase variant of daim 39. wherein said variant c»mprises a 
substitution of the residue at position194 with Ala or His, and substitution at position 219 Nwth 
Gly- 
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47. (New) The cutinase variant of claim 39. wherein said variant comprises a 
substitution at position194 with lie. 

48. (New) The cutinase variant of claim 39. wherein said variant comprises a 
substitution at position 194 with Lys or Leu, and substitution at position 219 with Gly. 

49, (New) The cutinase variant of daim 39, wherein said variant comprises the 
substitution of Asn at position194. 

50, (New) The cutinase variant of daim 39, wherein said variant comprises the 
substitution of the residue at position 194 with Asn, Pro, or Ser, and substitution of the residue 
at position 219 with Gly. 
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